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PE3IOME

Llenta Ha u3cnepsaHeTo e fa ce
npocneau enMaeMmornormyHaTa cutyaums
npu pasnpoctpaHeHne Ha Gaktepum OT
poga Salmonella spp. BbB epmu 3a
Opovinepu, KakTo U B KNaHWYHUSA Tpyn Ha
nuneta Opornepn. MWa3acnegsaHeto e
nposegeHo no npoekt 20.8009.5107.12
.YKpensaHe Ha Bepurata ,XpaHa-
XMBOTHOBBACTBO” 4pe3 W3MNorn3BaHe Ha
HOBW (DypaXkHW pecypcu U WHOBATUBHM
METOAM U CXEMM 3a XUrneHmsupaHe”. Bb3a
ocHoBa Ha bakTepuonormyHmTe
pe3yntartu e YCTaHOBEHO, ye
nokasatenute 3a bakTtepuanHus cbCTaB
7 natoreHHa MUKpodnopa Ha
OpovnepuTe ca  npeacrtaBeHn — OT
Oaktepum  OT  cregHWTE  POLOBE:
Salmonella - 6%, E.coli (konudopMHM
G6aktepun) - 37%, Mycoplasma - 11%,
Streptococcus - 22%, Staphylococcus -
15%, Proteus - 6%, Fungals -3%. BpoaT

SUMMARY

The aim of the proposed research
was to monitor the epidemiological
situation of the incidence of bacteria of
the genus Salmonella spp. in some
broiler farms, as well as in the carcasses
of broiler chickens. The research was
carried out under the project
20.8009.5107.12”  Strengthening the
"food-animal-production" chain by using
new feed resources, and innovative
sanitation methods and schemes”. Based
on the bacteriological results it was
established that the parameters of the
bacterial composition of the conditionally
pathogenic and pathogenic microflora in
broiler units are represented by bacteria
of the following genera: Salmonella - 6%,
E.coli (coliform bacteria) - 37%,
Mycoplasma - 11%, Streptococcus -
22%, Staphylococcus -15%, Proteus -
6%, Fungals -3%. The number of
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Ha noTBbpAeHUTE Npobu cwve Salmonella
pullorum gallinarum e 8.6% oT ob6Lwus
Opon nacrneaBaHu npo6wu. Mpn
MUKPOOMONOrMyHM  m3cnegBaHus  Ha
TpynoBe Ha JOMaLUHW MTULK, MPOLEHTHT
Ha npobute, 3apaseHn C naToreHHu
cepotunn  Ha Salmonella spp. e
konebnue B 3aBuMCMMOCT OT ©Opos Ha
nscneasaHute npobu ot 4% po 8%.
MonyyeHnTe pes3ynTaTu MNOTBbPXAaBarT,
4ye NTUYUTE NPOAYKTM OcTaBaT U3MOXKEHU
Ha pPWUCK OT 3apassBaHe C MNaToreHHU
cepotunun  Ha  Salmonella spp. ¢
Bb3MOXHOCT B MOCMeAcTBMe f[a ce
npegage Ha xopara.

Knroyoeu dymu:Salmonella spp.,
nuneta Oponnepw, KnNaHW4HW TPYMOBE,
naToreHHn cepoTunu

yBO[

Nudekunn, NPUYNHEHN oT
Salmonella spp. ca 4YecTo cpellaHun npu
nTMUMTE, KaKTO U MpM MHOIO BMOOBE
6o3arHMUM, TbW KaTO  naToreHute
(salmonella) ca nNOCTOSHHO W  MHOro
LUMPOKO pasnpocTpaHeHu B npupoaaTa.
Bcnukn  cepotunm Ha canmoHena ca
napasuTHU MO XMBOTHM U xopa. Mo To3m
HauMH Mukpobute ca wusonupaHu oT
Hacekomu, Brievyru, Ntmum, 603anHnum 1
X0pa, KakTo 1 OT pasfnUyHn eneMeHTn Ha
okonHaTa cpega (mo4dsa, MOBBLPXHOCTHU
BOAMW, XpaHa, dypax u gp.). MHoro ot
Te3n cepoTunu ca U3oNNpaHu oT XpaHu u
dypaxu, oT npupogarta Unm OT YPEBHOTO
CbAbpXXaHne Ha XMBOTHW, NTULM U XOpa,
6e3 ga yyacTtat B 60M€CTHU, KITMHWUYHO U

WUMYHOJOMMYHO n3paseHu npowecu
(Chlebicz and Slizewska, 2018; Wafaa,
2020).

Bbnpekn 3aabnboyeHnTe

nscrneaBaHus Ha Oaktepun Salmonella
Spp., HE € M3BECTHO KaKBW Ca MPUYUHUTE
npu  Salmonella  typhimurium  wnun
Salmonella gallinarum-pullorum, kouTo
npaeBaT eOuHUs CepoTUn eCTeCTBEHO
naTtoreHeH camo 3a xopa, a gpyrus camo
3a NOTUUM, WM 3all0 HSAKOM BUOOBE
Salmonella vmaTt WKWPOK CNeKTbp Ha
NaTOreHHocCT, KaTo Salmonella

confirmed samples with Salmonella
pullorum gallinarum constituted 8.6%
from the total number of examined
samples. In the case of microbiological
examinations of poultry carcasses the
percentage of samples contaminated with
pathogenic serotypes of Salmonella spp.
varied according to the number of
examined samples from 4% to 8%. The
obtained results confirm that poultry
products remain at risk of being
contaminated with pathogenic serotypes
of Salmonella spp. with the potential to
subsequently be transmitted to humans.

Key words: Salmonella spp.,
broiler chickens, carcasses, pathogenic
serotypes

INTRODUCTION

Infections caused by Salmonella
Spp. are common in birds as well as in
many species of mammals, because the
pathogens (salmonella) are constantly
and very widespread in nature. All
salmonella serotypes are parasitic on
animals and humans.

Thus, the germs were isolated from

insects, reptiles, birds, mammals and
humans, as well as from various
elements of the environment (soil,

surface water, food, feed, etc.). Many of
these serotypes are isolated from food
and feed, from nature or from the
intestinal contents of animals, birds and
humans, without being involved in
morbid, clinically and immunologically
expressed processes (Chlebicz and
Slizewska, 2018; Wafaa, 2020).

Despite extensive research on
Salmonella spp. bacteria, it is not known
what factors Salmonella typhimurium or
Salmonella gallinarum-pullorum possess,
which make one serotype is naturally
pathogenic to humans only and the other
to birds only, or why some species of
Salmonella have a broad spectrum of
pathogenicity, such as Salmonella
typhimurium, Salmonella enteritidis, and
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typhimurium, Salmonella enteritidis wn
Opyrn, Npu TeCeH ChekTbp OT BUAOBE
nTuumn. Kakto agomallHuTe, Taka u anBuTe
nTUUM Mmorat Aaa 6baaT HocuTenu unu aa
HeyTpanuaupaTt canmoHena u morat ga
nposiBABaT  KMMHUYHM  MHQEKUMn ¢
pasnn4yHa TEXECT, HO KaTo LAMN0 TEXKN U
YecTO 3aBbplUBALLM CbC CMBPT, KaTo B
CbLUOTO BpeMe MoBeYeTo cnyyanm ca B
OCHOBaTa Ha XpaHUTENHO OTpaBsiHe Mpwu
xopa (Amelie et al., 2017; De Lima et al.,
2018; Gulay et al., 2015; Shrestha et al.,
2017).

PesyntaTtute oT HSIKONKO
n3crneaBaHus BbpXy pasnpocTpaHeHUeTo
Ha Oaktepun ot poa Salmonella spp.
obscHaABa, 4e nosede o1 1/3 oT
WH(EeKUMMTE CbC canMoHena npu xopa
Ce NpuYmMHABAaT OT KOHCYMaLusi HAa Meco 1
nTMYM anua, nopagm Koeto npobnembT
CbC CanMOHEeNHUTE MHAEKLUM NPU NTULM

ce e TnpoMeHWn npes rMocnegHuTe
JecetuneTus oT npeammHo
NKOHOMMWYECKM B npo6nem Ha
06LLLeCTBEHOTO 3gpase. Mpwn

canmMoHesio3a Ha nrtuyute, VIH(*)eKU,I/IVITe
npu4nHEHM OT noABWXHaA CcalriMoHena,
obwa 3a BCUYKM XUBOTUMHCKM BUOOBE, U

TakMBa MNPUYUHEHU OT  HENoaBWKHA
canMoHena, KOSiTO € XapakTepHa 3a
nunertaTa, moraTt na oboaTt

pasrpaHMdeHn OT 3abonsBaHus KaTo
KOpPEMEH TU® M NPUYMHEHWN OT NOABMXHA
canMoHena, KOWTO CbWO Ce onuceat
KaTo ,canMoHenos3a“ unu ,napatudg“, Ho
Te npucbcTBaT W Npu Apyru__Buaose
(KOKOLLKW, MYWMKW, naTuum, rnsbu u gp.)
(Dan et al., 2015; Fox et al., 2015; Yin et
al., 2021).

MHoro ot cepotunute Salmonella
Spp., MbpBOHaYanHo ca 6unu nonupaHm
OT NTNUM, ypaxu 1 T.H., 32 KOUTO HAMA
OAHHM 3@ MAaTOreHHOCT, UIIN MO-KbCHO €
AOKa3aHo, 4Ye Ca TOKCMYHM 3a xopaTa.
Bpb3kata mexgy TANOTO M MUKpoOOWTE
YeCTO e MHOro cnoxHa. [loHskora ce
nposiBABaT CcamMo MNpPW CbCTOSHUS Ha
ypeBeH  ennuuUTU3IbM, NpPU  KOWTO
canmoHenaTa He nNpeMnHaBa CTOMaLLHO-
ypeBHaTa bapuepa. B gpyrvn cnyvan nma

others,
species.

a narrow spectrum of bird

Both domestic and wild birds can be
carriers and eliminators of salmonella and
can exhibit clinical infections of varying
severity, but generally severe and often
end with death, being at the same time
most cases at the origin of food poisoning
in humans [Amelie et al., 2017; De Lima
et al., 2018; Gulay et al., 2015; Shrestha
etal., 2017).

The results of several studies on
the spread of bacteria of the genus
Salmonella spp. explains that more than
1/3 of human salmonella infections are
caused by the consumption of meat and
poultry eggs, which is why the problem of
salmonella infections in birds has
changed in recent decades from a
predominantly economic in one of public
health.

In avian salmonellosis, infections caused
by mobile salmonella, common to all
animal species, and infections caused by
immobile salmonella, which is
characteristic of chickens, can be
distinguished from diseases such as
typhoid and produced by mobile
salmonella which are also described as
“salmonellosis” or “paratyphoid”, with the
addition of affected species (chickens,
turkeys, ducks, pigeons, etc.). (Dan et al.,
2015; Fox et al., 2015; Yin et al., 2021).

Many of the Salmonella spp.
serotypes were initially isolated from
birds, feed, etc., for which there is no
history of pathogenicity, or later proved to
be toxic to humans. The relationship
between the body and the germs is often
very complex.

They are sometimes manifested only by
conditions of intestinal epiphytism, in
which salmonella does not cross the
gastrointestinal barrier. At other times,
there is a Ilimited penetration of
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OrPaHNYEeHO NPOHMKBaHE Ha carMoHena,
n3paseHo ype3s nokanusauus B
Me3eHTepuanHutTe nNMMdHu BL3NN 1 ap.,
0e3 pga e npuagpyxeHo OT 6onectHu
nposiBM WNn 3adencTBaHe Ha WMYyHHaTa
cuctema. [lo-yecto, nog pgencTeBme Ha
CTPecoBu haKkTopu, TE3N CbCTOSHUS Ha
ONHaMWYHO paBHOBecMe MoraTt fa ce
npeBbpHAT B WHMEKUNO3HN MpOoLECH,
MOHsIKora ocobeHo TEXKH, CbC
cenTuueMmyHa nposiea u CMbPT Ha NTULM
unu Ha onpegeneHn xopa. Moxe ga ce
Kaxke, ye Bcudkm Bugose Salmonella spp.,
He3aBMCMMO OT Mpou3xoda cu, wumart
naTtoreHHo Bb3OeNcTBMe, YWATO Un3pas3
3aBMCM OT €eCTecTBOTO Ha Bpb3kaTa
Mexagy TANoTO U MUKpPOOMTE, KakTo Mpu
nTuunTe, Taka n npu xoparta (Hinton et
al., 2007; Amelie et al., 2017; Mbata,
2017; Oscar, 2021).

Mpn NTMuMTe ca ycTaHOBEHM [Be
3abonsiBaHus, NpuYMHEHW OT BakTepuu

oT poa Salmonella spp. Tud un
nynopasata (Tucpyc no  nATMUUTE,
npudnHeHa ot Gaktepua Salmonella

pullorum-gallinarum, ¢ npeobnagasaLyo
3HayeHne 3a NTUMUEeBBACTBOTO), ca
OTKPUTW NpY NUneTa u Nyrku, n napatmd
no ntuumte (MpUYMHEHA OT PasfU4YHU
cepotunu  Ha Gaktepum OT  poA
Salmonella  spp.). Te3an  6onectu
npeacrtaenseat npobnem 3a 3gpaBeTo Ha
nurneTa u Apyru BUOoBe 4OMAaLLUHU NTULN,
KOUTO YEeCcTo MNPUYMHABAT XPaHUTENHO
OTpaBsHe Mpu xopaTa B pesyntart Ha
KOHCyMauuaTa Ha NTMYM  NPOJYKTH,
3apaseHun cbe Salmonella spp. (Fox et al.,
2015; Mezali et al., 2019; Mouttotou et
al., 2017). (Fox et al., 2015; Mezali et al.,
2019; Mouttotou et al., 2017).

N pBete Gonectu morat ga ce
npegaBaT XOPU3OHTANHO (Ha BCUYKK
CbXWTENCTBALWM MTUMLM) U BEepTUKANHO
(OT egHO nokorneHve Ha cnegsallo, Ypes
Anua 3a JoneHe oT 3apas3eHu MTuuM),
MepkuTe npu HabnogeHue, KOHTPON U
npodunakTnka BKMHOYBAT YCTaHOBsIBAHE

Ha HanMuMeTo Ha nTMUM (U JOpyru
BMPYCOHOCUTENN), 3apaseHu CbC
canMoHena.

salmonella expressed by localization in
the mesenteric lymph nodes, etc., without

being accompanied by morbid
manifestations or immunological
activations.

More often under the action of stressors,
these states of dynamic equilibrium can
turn into infectious processes, sometimes
particularly serious, with septicemic
evolution and the death of birds or the
death of some people. It can be stated
that all types of Salmonella spp.,
regardless of their origin, have a
pathogenic capacity whose expression is
dependent on the nature of the
relationship between the body of birds or
humans and germs (Hinton et al., 2007;
Amelie et al., 2017; Mbata, 2017; Oscar,
2021)).

In birds, two diseases caused by

bacteria of the genus Salmonella spp.
Salmonella spp. Typhopulosis (Avian
typhosis, caused by the bacterium
Salmonella  pullorum-gallinarum,  with
predominant importance for the poultry
sector), found in chickens and turkeys
and avian paratyphosis (caused by
various serotypes of bacteria of the
genus Salmonella spp.).
This entity being in present a public
health problem in chickens and other
species of domestic birds, which
frequently cause food poisoning in
humans as a result of the consumption of
poultry products contaminated with
Salmonella spp. (Fox et al., 2015; Mezali
et al., 2019; Mouttotou et al., 2017).

A both diseases can be transmitted
horizontally (to all cohabiting birds) and
vertically (from one generation to the
next, through hatching eggs from infected
birds), surveillance, control and
prophylaxis measures include measures
to establish the presence of birds (other
vectors) contaminated with salmonella.
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Mepkute 3a HabnwgeHne w
KOHTPOS1 Ce M3BbpLUBAT OT BETEepMHaApEH
nepcoHan W  BKNOYBAT  KIUHWUYHO
HabnogeHwe Ha cTaga oOT  JoMallHU
nTuumn, B3eMaHe Ha npo6u "
CEpONIOrMYHO U3CrieABaHe Ha cTaga oT
NTULKM, NPOM3BEXOALMN ALa 3a NioneHe,
aytoncus U nabopaTopHM u3cnenBaHusi

Ha NTAUK, Mpou3BexXJawn suua 3a
KOHCyMauusi, KakTo W Ha craga oT
6ponnepu (Moura et al., 2016; De Lima
et al., 2018).

KaTto ce nma npensua

HapacTBawarta pons Ha JomallHuTe
NTULM U TEXHUTE NPOJYKTM (Meco u anua)
B MosiBaTa Ha cariMOHeno3a npu NTuuw,
KaKTo W XpaHWUTENHW OTPaBsiHUSA Mpu
Xopa, LenTa Ha HacTosALWETOo n3cneasaHe
e Ja ce npocrnegu pasnpocTpaHeHNeTo
(4yecToTaTa) Ha MHdEKUUNTE, NPUYNHEHN
oT Oaktepum oT poa Salmonella spp.
KakTo M HannyneTo Ha CepoTunM Ha
Salmonella spp. B Oponnepu wu
KnaHumyHute uMm Tpynose (Andiara et al.,
2018; Fox et al., 2015; Mbata, 2017).

MATEPUAIN U METOOU

HayuyHute n3cnenBaHus ca
npoBedeHn B NTULEBBAHW MNpeanpusTus
OT penybnukarta, cneuvanuMaupaHu B

oTrnexgaHe Ha nwuneta 6ponnepw.
BaktepuonormyHute u3cnegBaHus  ca
M3BbpLUEHN B KaTtepgparta no
BesonacHocT Ha XpaHute "

obuwectBeHOTO 3apaBe Ha dakynTeT no
BeTepuHapHa mMeguuuHa KbM [dbpkaBeH
arpapeH yHuBepcuteT Ha Mongoea,
JlabopaTtopus no metoan 3a Gopba wu
npocdunaktnka Ha 3abonsiBaHUsTa OT
Hay4yHo-npakTtuyeckn GUOTEXHOMOIMYEH
WMHCTUTYT NO 300TEXHUKA U BeTepuHapHa

MeauuuHa, ypes M3nonsBaHe Ha
oboratutenu, CeneKkTUBHU 7]
andpepeHumanHn  XpaHuTenHu  cpeau,
KakTO W Knacuyecku MeToaM  3a

M3onuMpaHe U OTKpUBaHe Ha BGakrepuu.

CepoTunmpaHeTo Ha naToreHHM
Salmonella spp. e wu3BbpweHO B
Peny6nukaHckusi LEeHTBbP no
BETEepMHapHa AnarHocTuka.

Surveillance and control measures
are carried out by veterinary staff consist
on clinical monitoring of poultry flocks,
sampling and serological examination of
flocks of birds producing eggs for
hatching, necropsy and laboratory
examination of birds producing eggs for
consumption as well as broiler flocks
(Moura et al., 2016; De Lima et al., 2018).

Given the growing role of poultry
and their products (meat and eggs) in the
occurrence of salmonellosis in birds as
well as human food poisoning, the aim of

our research was to monitor the
prevalence (frequency) of infections
caused by bacteria of the genus

Salmonella spp. as well as the presence
of Salmonella spp. serotypes in broiler
poultry units and broiler carcasses
(Andiara et al., 2018; Fox et al., 2015;
Mbata, 2017).

MATERIAL AND METHODS

The scientific research was carried
out within poultry units from the republic
specialized in raising broiler chickens.

Bacteriological investigations were
performed at the Department of Food
Safety and Public Health of the Faculty of
Veterinary Medicine of the State Agrarian
University of Moldova, the Laboratory of
Methods in Combatingand Prevention of
Diseases from the Scientific and Practical
Institute of Biotechnologies in Zootechny
and Veterinary Medicine, using
enrichmen, selective and differential
nutrient media, as well as classical
methods of isolation and identification of
bacteria.

The serotyping of pathogenic Salmonella
spp. was performed at the Republican
Center for Veterinary Diagnosis.

The study was conducted during the
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lMpoyyBaHeTo € MpoBedeHO B nepuopa
2017-2021. OOeKkTbT Ha u3cnegBaHe e
Haco4eH KbM HabnwogeHne Ha
OakTtepuanHua ctaTyc npu  nuneta
Opovinepu un  pasnpocTpaHeHWe Ha
naTtoreHHu cepotunu Ha Salmonella spp.
npu nuneta OGponnepu M B KMAHUYHU
TpynoBe Ha Bponnepu.

PE3YNTATU U OBCBXOAHE

Pesyntatute oT  npoy4yBaHeTo
OTHOCHO enugemuornormyHaTa cuTyaums
Ha canvoHerno3ata B NTUUEBbOHUTE
depmn npes nocnegHuTe 5 roauHu
(2017-2021) noTBbPXKAABAT, Y€ BBMPEKM
MepKuTE 3a HabntoaeHue "
OuocurypHocr, npeanpueTu B
nNTMLEBbOHUTE depMn, canmoHernosarta
oCTaBa BaxHa npu nogobpsiBaHe Ha
HabnaeHNeTo U KOHTPOMHUTE MepKn 3a
HamansisaHe Ha HanuuneTo Ha
naTtoreHHu wamoBe Ha Salmonella spp.

JaHHn 3a cnyyauvte Ha
canmoHenosa M ApyrM  MUKPOGHU
natoreHn B MTULEBBAHWUTE hepmmn ca
nokasaHu Ha durypa 1.

years 2017-2021. The object of the study
was focused on monitoring of the
bacterial status in broiler chickens and
the prevalence of pathogenic serotypes
of Salmonella spp. in broiler chickens and
in broiler carcasses.

RESULTS AND DISCUSSION

The results of the study regarding
of the epidemiological situation of
salmonellosis in poultry units during the
last 5 years (2017-2021) confirm that
despite the surveillance and biosecurity
measures undertaken in poultry units,
salmonellosis  remains relevant to
improve monitoring and control measures
to minimize the presence of pathogenic
strains of Salmonella spp. in poultry units
from the republic.

Some data on the incidence of
salmonellosis and other microbial
pathogens in poultry units are shown in
the Figure 1.

u Salmonella

u E.coli (coliforme bac.)
= Mycoplasma

u Streptococcus

u Staphylococcus

" Proteus

Fungals

®dur. 1. ChcTaB Ha 6akTepuanHaTa ¢nopa B ctaga ot 6ponnepu, %
Fig.1. The composition of the bacterial flora in broiler flocks, %
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Bb3 ocHoBa Ha pesyntatute oT
ennaeMmoriorMyHoTo n
DOakTepuonormyHoTo  m3cregBaHe e
yCTaHOBEHO, Ye OakTepuanHus CbCTaB
Ha natoreHHaTa MuKpodiopa BbB
depmuTe ¢ Gpornepm BknouBa Gakrepum
OoT cnegHute pogose: Salmonella - 6%,
E.coli (konudopmHn baktepum) - 38%,
Mycoplasma - 11%, Streptococcus -
22%, Staphylococcus -15%, Proteus -
6%, Fungals -3%. Npu cepoTunupaHe Ha
Oaktepun ot poa Salmonella spp. ce
ycTaHoBM, Ye oT 254 mnacnegeaHu npodu
npu 22 e nNOTBbPAEHO HanuMymMe Ha
Salmonella pullorum gallinarum, xoeto
npeactaensaea 8.6% ot obwms Opon
nscnenBsanu npobw.

lMpe3 noco4veHus nepuog (2017-
2021 r.) ot obekTMTE, Npogasalm NTU4M
npoaykTn, ca B3eTU W u3crnegsaHn 387
npobu OT TPyrnoBe Ha AOMAaLLUHU NTULN.
[aHHMTe OT nMpoyyBaHETO Ha yecToTaTa
Ha nmaToreHHn cepotunu Ha Salmonella
Spp. ca npeacTaBeHn Ha Purypa 2.

Based on the results of the
epidemiological and bacteriological study,
it was found that the parameters of the
bacterial composition of the conditionally
pathogenic and pathogenic microflora in
broiler units are represented by bacteria
of the following genera: Salmonella - 6%,
E.coli (coliform bacteria) - 38%,
Mycoplasma - 11%, Streptococcus -
22%, Staphylococcus -15%, Proteus -
6%, Fungals -3%. Serotyping of bacteria
of the genera Salmonella  spp.
established that from 254 examined
samples 22 samples were confirmed with
Salmonella pullorum gallinarum, which
represents 8.6% from the total number of
examined samples.

During the mentioned period
(2017-2021), from the units that sell
poultry products, were taken and
examined  387samples of  poultry
carcasses. The study on the incidence of
pathogenic serotypes of Salmonella spp.
are presented in Figure 2.

120 110

110

100
81

80

60

= Nr. of exam. semples

1% sempl. with patog. S.

20 I :

0 ' . .
2017 2018 2019

2020

2021

dwur.

2 PasnpoctpaHeHMe Ha naToreHHW cepotunu Ha Salmonella spp.,

n3onMpaHuv oT TpynoBe Ha AOMaLUHN NTULKN
Fig. 2. Incidence of pathogenic serotypes of Salmonella spp. isolated from

poultry carcasses

Cnopen pesyntatuTe, MOCOYEHU
Ha ®wurypa 2, npes 2017 r. ot 26
n3crnegBaHn npobu OT  Tpynose

According to the results indicated
in Figure 2, in 2017, from 26 examined

Ha | samples of the broiler carcasses, 4%

94




Opovnepn, B 4% ca nOTBbpAEHU C
naTtoreHHu cepotunu Ha Salmonella spp.;
npe3 2018 r. ot 81 nacnegeaHn npobu, B
6% ca usonvpaHu c naToreHHW cepoTunm
Ha Salmonella spp.; npe3 2019 r. ca
YCTaHOBEHU MaToOreHHn cepotvnm B 4%
ot 60 n3cneasaHu npobu, a npes 2020 un
2021 r. ca u3onupaHn CcbOTBETHO 7% K
8% ot 110 wnscnegBaHn npobu ¢
naTtoreHHn cepotunu Ha Salmonella spp.
Mpeobnagasawmnte cepotunn ca: S.
Typhimurium, S. enteritidis, w S.
Infantens.

n3Boau

1. Ennpemunonornyuute
n3cneaBaHnst Ha pas3npoCTpaHEHUETO Ha
canmMoHenosa B ntuuedepmu gepmm 3a
Opovinepn nokasaxa, 4e BMHArM uMa
Bpb3ka mexay baktepuanHata dnopa c
HanMMYMeTo  Ha  HAKOM  MNaTOreHHU
cepotunu  Ha  Gaktepum OT  poA
Salmonella  spp., KoeTo nokasea
NOCTOAHHOTO npucbLCTBME Ha
noTeHuManHu BUPYCOHOCUTENN, KOUTO
NPEHacAT KaKTO MO XOPU3OHTaneH, Taka 1
no BepTUKasneH MbT, KAKTO N 3HAYEHNETO

Ha  MOCTOSHHOTO  ENUAEMWOSIONMYHO
HabnoaeHve BbB thepmute 3a
Oponnepu.

2. bakTtepuonoruyHute pesyntatu
noTBbpXaaBaT, Ye B [OMbIIHEHME KbM
BETEPVMHAPHUTE MeEpPKWU, MpeanpueTn 3a
npegoTBpaTsiBaHe Ha 3apassBaHe Ha
NTUYM NPOAYKTU C MATOr€HHU CepoTunu
Ha Salmonella spp. cbllecTByBa pUCK OT
nocneasaLllo npegaBaHe KbM xopara.

3. lpegctaBeHute  pesynTtaTtu
rnokasear, Ye Hapen ¢ npodmnakTuyHmuTe
Mepku TpsibBa Aa ce oObpHe cneumanHo
BHMMaHWe Ha  HabniogeHveTo  Ha
UMpKynauusaTa Ha MaTOreHHW cepoTunu
Ha Salmonella spp. no BpemMe Ha
TEXHONOMMYHMA MPOLEeC Ha oOTrnexaaHe
Ha nuneta n B etanuTe, Kato cbbupaHe,
CbXpaHeHue, TpaHCnopT u npogaxba Ha
NTUYY NPOLYKTU.

were confirmed with pathogenic
Salmonella spp. serotypes; in 2018, from
81 examined samples, 6% of them were
isolated with pathogenic Salmonella spp.
serotypes; in 2019, pathogenic serotypes
were identified in 4% from 60 examined
samples, and in 2020 and 2021, 7% and
8% from 110 examined samples were
isolated with pathogenic serotypes of

Salmonella  spp. respectively. The
predominant  serotypes  were: S.
Typhimurium, S. enteritidis, and S.

Infantens.

CONCLUSIONS

1. The epidemiological
investigations of avian salmonellosis
spreading in broiler chickens farms has
shown that there is always an association
of bacterial flora, with presence of some
pathogenic serotypes of bacteria of the
genus Salmonella spp., which
demonstrates the permanent presence of
potential vectors of their transmission by
both horizontal and vertical methods, as
well as the importance of performing
permanent epidemiological monitoring in
broiler farms.

2. Bacteriological results confirm
that in addition to the veterinary
measures taken to prevent the
contamination of poultry products with
pathogenic serotypes of Salmonella spp.
there is a risk with the potential to
subsequently transmission them to
humans.

3. The presented results show that
at the same time as the taking
prophylaxis measures, special attention
must be paid to the activities of
monitoring the circulation of pathogenic
serotypes serotypes of Salmonella spp.
during the technological process of
raising chickens and in the segments
such as the process of collection,
storage, transport and sale of poultry
products.
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